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Report:

Data was collected for four complexes between recombinant MS2 icosahedral capsids and
RNA molecules corresponding to variants of the wild-type translational operator. Totally 615
images, each corresponding to a rotation of 0.5°. A resolution of 2.4-2.6 A was obtained.
Two of the data sets were close to complete at intermediate resolution, but all were only
about 10% complete at the high resolution edge. When the high non-crystallographic
symmetry is applied, also this very incomplete data contribute significantly to the quality of
the maps. The merging R-values were between 0.15 and 0.19 for all reflections, which is the
normal values for these crystals. All complexes have been solved and three of them have
been fully refined (the fourth complex was identical to one of the others in all ordered parts).

Two articles describing these results are presently under preparation.
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