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Report:

TsMIF was crystallised in four forms (P3, R3, P222 and C2). Data was collected on
ID14-3 in November on the P3 (1.8Å) and C2 (1.6Å) forms. The structure was solved by
molecular replacement using the highly homologous hMIF structure (pdbcode: 1mif). There
are two trimers in the assymetric unit and initial refinement was carried out using NCS. In
the final stages, the restraints were removed. The current R-factor is 0.272 and the Rfree is
0.300. We are in the process of locating and adding water. Interestingly there is a large piece
of electron density near the N-terminal proline of each monomer, the site of the keto-enol
tautomerase activity. The substrate of TsMIF is presently unknown. We are currently trying
to identify this molecule. This work is being written up and should be submitted to
Biochemical Journal next month.


