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Structure determination of the flavodehydrogenase domain of cellobiose dehydrogenase

The fungal oxidoreductase cellobiose dehydrogenase (CDH) degrades both lignin and

cellulose, and is the only known extracellular flavocytochrome. This haemoflavoenzyme has

a multi-domain organisation with a b-type cytochrome domain linked to a large

flavodehydrogenase domain. The two domains can be separated proteolytically to yield a

functional cytochrome and a flavodehydrogenase.

We have recently solved the structure of the cytochrome domain of cellobiose

dehydrogenase, and here we report the successful determination of the structure of the

flavodehydrogenase domain of cellobiose dehydrogenase from Phanerochaete

chrysosporium. The structure was solved by means of multiple wavelength anomalous

dispersion (MAD). Three 3.9-Å data sets, at three different wavelengths, were collected at

beamline BM14 (ESRF, Grenoble). MAD phases were obtained at 3.9 Å resolution, and the

540-residue polypeptide chain could be traced. The model has been refined at 1.65 Å

resolution (unpublished results).
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