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Report:

During these three shifts, data were collected for a complex between TMP kinase and
AZTMP, at 1.9 A resolution.

Another crystal form, which was grown in the absence of Ammonium sulfate, was also
collected at the same resolution.

Indeed, it was found earlier that there is a sulfate ion sitting in the active site, at exactly
where the beta phosphate of ATP is expected. Our aim then is to find a way to displace this
sulfate ion.

Several crystals soaked with different non hydrolysable anlogues of ATP were tried, but their
diffraction pattern was found to be dramatically altered.

More experiments are planned using mother liquor exchange and soaking in different
concentrations of non-hydrolysable analogues of ATP.
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