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Report

 GlpE is a sulfurtransferase from E.coli, whose biological function is not yet

completely established. We are interested in the conservation of the fold within rhodanese-

like proteins, in prokaryota, as a means of establishing a definite biological function for the

whole family. Analogies/structural homologies with some phosphatases have ben recently

established.  Following a high resolution (1.06 Å) dataset collected at DESY on GlpE, an

attempt to collect at resolution below the 1.0Å threshold was carried out, with the aim of

trying direct methods (shelxd andSnB) for the structure solution of GlpE. A crystal

displaying diffraction pattern up to  0.9 Å resolution was used. Unfortunately, the crystal

displayed substantial decay and the datacollection was interrupted after about 50 degrees.

Several heavy atom soakings were collected, to a resolution limits of 1.6 Å. They

were Lead, Tungsten, Lutetium, Holmium, and Uranyl soakings. The data sets are currently

under processing.

 Unfortunately, it appears that GlpE native crystals are characterized by native non-

isomorphism. Given that, and considering the very high difraction power of GlpE crystals, a

new data collection at resolution below 1.0 Å would make it feasible the structure solution

with direct methods. If successfull this would represent the first case (apart from the case-

study of lysozyme) of protein not containing heme groups solved with direct methods.
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