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1. Publications

Crennell, S., Takimoto, T., Portner, A. & Taylor, G. “Crystal structure of the multifunctional paramyxovirus
hemagglutinin-neuraminidase” Nature Struct. Biol. (in press)

2. Qutline of achievements

High resolution data collection of Newcastle disease virus hemagglutinin-neuraminidase complexed with a
substrate analogue enabled us to complete the above publication.

3. Dates, beamline efc.

27/02/00 - 28/02/00 1D14-2 (24hrs)
Xanthine oxidase (XOR): Multiple screening of crystals, human and bovine, trying to
improve on 3.0A trigonal human data obtained on a test run in Nov 99. Frustrating
time, but obtained some bovine xanthine oxidase data from a monoclinic crystal form
(a=100, b=137, c=108A, =106°) — but twinned and unable to process.
Hemagglutinin-neuraminidase( HN): Obtained best quality, high resolution data on
the Newcastle disease virus HN.
1.85A data from sialic acid complex, 97% complete, 7.9% Rmerge
2.2A data from inhibitor complex. 75% complete, 6.8% Rmerge
2.2A data from sialyllactose complex. 85% complete, 7.8% Rmerge.

28/04/00 — 30/04/00 BM14 (12hrs) HN + substrate analogue:
320 images (0.25 degree oscillation)



2.4A, 98% complete, 5.3% Rmerge (17.1% top shell)

03/06/00 — 04/06/00

Very clear density for the substrate-analogue

HN + non-hydrolysable substrate:

379 images (0.25 degree oscillation)

2.5A, 100% complete, 5.1% Rmerge (40.1% top shell)

Disordered density for the non-hydrolysable substrate

XOR. No data collected - many crystals tried, all either didn't diffract
or were very mosaic.

ID14-2 (12 hours)- .

HN Native: 1.84, 90% complete, 10.2% Rmerge

HN + 100mM Calcium: 1.9A, 93.5% complete, 15.8% Rmerge. Problems
processing/scaling both data sets. Despite help from Ed Mitchell could not solve these
problems. Therefore both data sets were unusable.

XOR. no data collected. smeary diffraction observed from

human crystals to a maximum resolution of 7A. One crystal diffracted nicely to 7A but
decided not to collect it as we already have higher resolution data in the same space
group/cell.



