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Report:

FAP52 is arecently described focal adhesion-associated protein. It isamember of an emerging PCH (pombe
Cdc15 homology) family of proteins characterized by a common domain organization and involvement in
actin cytoskeleton organization, cytokinesis, and vesicular trafficking. More recently, two homol ogues of
FAP52, PASCIN2 and syndapin |1, were identified . They al share a modular structure typified by awell
conserved FER-CIP4 homology domain in the very N terminus, followed by ahighly alpha-helical region, and
aC-termina Src homology 3 (SH3) domain.

During this experimental session we collected one dataset on native crystals and several heavy —atom

derivative soakes, and one dataset on Xe-pressurised crystals.



Table 1.: Summary of data collection statistics on FAP52 (25/1/2001, beamline 1D14-2)

Native

Space group

Unit cell (A)

Resolution (A)

No. observed reflections
No. unique

Compl etenesss (%)
Mosaicity (deg)

Rsym (%)

KAU(CN), soak

Space group

Unit cell (A)

Resolution (A)

No. observed reflections
No. unique
Completenesss (%)
Mosaicity (deg)

Rsym (%)

EM P soak

Space group

Unit cell (A)

Resolution (A)

No. observed reflections
No. unique
Completenesss (%)
Mosaicity (deg)

Rsym (%)

C2

a=162.8 b=101.7 c= 106.9 beta=130.6
2.2

200562

63866

94.7

0.8

6.4

P2:2:2;
a=99.7 b=105.3 c=127.2

3.9

80091

39482 (Fiedel’s law FALSE!)
92.7

0.9

8.9

P21212;

a=102.8 b=105.1 c=125.4
2.8

132633

57129 (Fiedel’slaw FALSE!)
89

09

8.8



MM A soak

Space group

Unit cell (A)

Resolution (A)

No. observed reflections
No. unique
Completenesss (%)
Mosaicity (deg)

Rsym (%)

K,Pt(CN), soak

Space group

Unit cell (A)

Resolution (A)

No. observed reflections
No. unique

Compl etenesss (%)
Mosaicity (deg)

Rsym (%)

Xepressurized crystals
Space group

Unit cell (A)

Resolution (A)

No. observed reflections
No. unique
Completenesss (%)
Mosaicity (deg)

Rsym (%)

P2:2:2;

a=102.3 b=105.4 c=125.8

2.8

108303

59007 (Fiedel’s law FALSE!)
92.9

0.55

6.1

P2,1212¢

a=100.1 b=104.8 c=125.8

2.8

154374

61200 (Fiedel’s law FALSE!)
96.6

11

8.1

P2:2:2;

a=101.3 b=105.6 125.6

2.8

109566

56918 (Fiedel’s law FALSE!)
90.0

0.35

5.9



