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Report:

The main projectsin the origina applications involved the retrieval of phase information by
MIR for afamily 9 and family 30 glycoside hydrolases, the Alicyclobacillus acidocaldarius
endoglucanase CelA (Cel9A) (Eckert et al., 2002) and human glucocerebrosidase (GC)
(Ginns et al., 1984), respectively.

No diffraction data could be measured for heavy atom derivatized crystals of Ce9A. Only few
diffraction quality crystals could be obtained as most crystals are too thin or disordered
(Eckert et al, 2003) or deteriorate in the presence of heavy atom compounds.

Severa data sets for heavy atom derivatives of GC were collected, but in view of the recent
publication of the structure by a competing group (Dvir et al., 2003), structure determination
has not been further pursued.

Data for two project within this project area not originally described in the application were
also collected. Crystals of a xylanase (Fujimoto et al., 2002) variant with altered specificity for
small aryl substrate with respect of wild type were soaked in mother liquor containing high
concentration of the products cellobiose and xylobiose. Data extending to 2.0 and 2.7 A
resolution, respectively, were collected. Unfortunately in both cases the active site is not



occupied by the product, but by hydrogen phosphate from the mother liquor. Recently, data
from crystals of this variant grown under different crystallization conditions and soaked in the
presence of cellobiose have been obtained at ID14-4 (as a backup for beamtime alocated to
project MX88). These data are currently being analysed.

Data from very small needles of Cellulomonasfimi Man26A (Stoll et al., 1999), which are
lessthan 10 um in the smaler dimension, were also obtained. These crystals had only recently
been obtained, and crystallization conditions had not been optimized. The datais limited,
extending only to 3.2 A and are less than 90% complete because of serious radiation damage.
However it encouraged us that optimization could yield crystals of suitable quality for
structure determination by Molecular Replacement.
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