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Report: 
 
A. Nawrotek, I. Mignot and M. Knossow (8 hours).  
 
Structures of complexes of tubulin with stathmin-family proteins 
 
Diffraction was collected on two new complexes. 5 complete data sets were collected. 
 
3 data sets were collected on a crystal form in space group P212121 (a = 65.9 Å, b= 128.8 Å, 
c = 253.8 Å). The resolution of these crystals is comprised between 3.4 Å (Rmerg = 0.16 , 
data 99% complete, I/sig = 8.9 (2.1)) and 3.8 Å (Rmerg = 0.17, data 93% complete, I/sig = 9 
(2.3)). 
2 data sets were collected on a crystal form in space group C2 (a =  650 Å, b = 67 Å, 
c =  130 Å, ß = 91°). These crystals diffract to 6.5 Å (Rmerg = 0.10, data 94% complete, 
I/sig = 9.8 (1.6)). 
In both cases, this is the first time data are collected on these crystal forms. As the results are 
encouraging, one round of attempts to improve the crystals (and the diffraction) will be 
initiated. 
 
 
 
B. S. Zouhir (12h) 



 

 
Quorum sensing effector NprR  
 
A truncated form of NprR in complex with an 8aa peptide 
We recently solved at SOLEIL a medium resolution (3.5Å) structure of a complex between a 
truncated form of NprR and a 7aa long form of its cognate NprX peptide, using 
selenomethionine labeling and SAD phasing. We now try to solve a high resolution structure 
of this truncated form of NprR in complex with different forms of the NprX peptide. 
 
I tested around 20 different crystals, among which 1 complete data set was collected.  
The crystal diffracted in space group P1 (a=92.25Å, b=160.60Å, c=171.21Å, α=118.041°, 
β=111.944°, γ=89.883°) at a resolution of 3.5Å with good statistics (Rmerg = 0.17, data 
95.8% complete,  I/sig = 9.82 (2.24)). 
 
The NprR Apo-form 
I also tested around 10 crystals of the native NprR full lenght but the resolution was lower 
than 10Å, so no data set was collected. 
 
 
T3SS effector SlrP 
Structure of a truncated form of SlrP in complex with the human Thioredoxine 
We already get a native data set at a resolution of  3.6Å and we try to improve this resolution. 
I tested 12 crystals and 1 complete data set was collected.  
The crystal diffracted in space group P212121 (a=134.44Å, b=105.69Å, c=154.67Å) at a 
resolution of 6Å (Rmerg = 0.20, data 96.6% complete,  I/sig = 3.42 (2.55)). 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 


