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Report:

- Ferredoxin-NADP(H) reductase (Fpr/FNR) from Xanthomonas axonopodis: we managed to get the
structure at home by molecular replacement. At the end phasing was not necessary and we only need
to grow better crystals. We took some of the crystals to the ESRF and we managed to get better
resolution, 1.5 A. At the moment we are carrying out kinetic data to complement the structure and
hopefully publish the data.

- Ferredoxin-NADP(H) reductase (FNR) from pea: We managed to get a good diffraction for one of the
mutants, L268V (involved in binding to the flavin cofactor). The rest of the mutants diffracted very
bad (4 A or higher). We also took other type of mutants of FNR from Anabaena, S59A (mutant
involved in the transfer of electrons in this type of proteins). We had very good diffraction from this
crystal, 1.5 A. Both of these two proteins have been solved by molecular replacement.

- Flavodoxin with complex C4: We also get the structure of this protein but unfortunately we did not
have the inhibitor (C4). We are trying at the moment soaking experiments with this compound. The
rest of the compounds cocrystallised with this protein showed twinning and we could not index them.

- New protein that we managed to get crystals while they initially cancelled our first trip (first trip was
at the end of July) due to problems with the beamline. This is a glycosyltransferase from which I am
trying to apply for ID23-1 at the moment. This enzyme is involved in glycosylation of proteins such
as trombospondin and would be a new crystal structure. For this reason I did some work in BM16
with these initial crystals soaked with different heavy atoms. I did not see any anomalous signal with
any of these trials, and this is why I need to apply again to the ESRF for a tuneable beamline. Because
I have tried so far around 35 different heavy atom soaks, I would like to carry out UV-RIP
experiments in ID23-1.



The trip to BM16 was good because we managed to get better resolution for a new protein and also the
structures of two different mutants. At the moment I need to use tuneable beamline to be able to solve the
glycosyltransferase I mentioned above.




