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Published papers
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Report:

1) Project 1: Tubulin in complex with a tau fragment and stabilized by a stathmin-like domain.

We tested 20 crystals of tubulin in a complex with a short construct of the Tau protein and further stabilized
with a stathmin-like domain protein engineered to bind one tubulin. The diffraction is highly anisotropic.
Most crystals diffracted to 4 Ang in the most favorable directions, i.e. at a lower resolution than data
collected from a previous synchrotron session. Two crystals diffracting at a slightly higher resolution were
collected, they belong to an orthorombic space group. Data processing for one crystal suggested a resolution
of about 4 Ang. They were not considered any longer. Statistics of data processing with XDS and Scala for
the other crystal are summarized below:

Cell (a, b, ¢) Resolution completness multiplicity | I/sig(i) Rpim (%)

Crystal 1 | 54.1,94.3, 272.9 | 3.4 Ang 97 (30) 9.9 (5) 8.2 (1.4) 7.8 (65)

1) Project 2: Anti-tubulin DARPin for a structural study of tubulin assemblies.

The objective of this project is to study the the effect of anti-tubulin Designed Ankyrin Repeat Proteins
(DARPins) on the interactions between tubulin heterodimers. 25 Crystals from two distinct crystallization
conditions were tested during this session. The first condition gave crystals that did not diffract. Many
crystals from the second condition displayed low quality diffraction patterns (low resolution, high mosaicity)
and could not be properly processed with XDS. Eventually two datasets of relatively good quality were
processed in two distinct space groups (primitive orthorhombic: crystal 1 and centered monoclinic: crystal 2)
and are considered further. Statistics after scaling with Scala are summarized below:

Cell (a, b, c) (A) | Resolution (A) | Completness (%) | multiplicity | I/sig(i) Rpim (%)
Crystal | 104.2, 117.7, | 3.5 Ang 99.6 (98.0) 12.0 (11.8) |9.7 (3.0) 7.2 (25.5)
1 191.6
Crystal | 230.0, 52.0, 117.6 | 2.5 Ang 99.2 (95.1) 4.1 (4.1) 13.2(1.9) |5.0(40.5)
2 (p=115.2°)




