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Report:

1) Project 1: Tubulin in complex with a tau fragment and stabilized by a stathmin-like domain.

In continuation of previous synchrotron runs, we tested 5 crystals of tubulin in a complex with a short
construct of the Tau protein and further stabilized by a stathmin-like domain protein. The diffraction is highly
anisotropic. We collected datasets from two crystals. After data processing with XDS and Scala (statistics
summarized below), it appears that the diffraction limit is not enhanced as compared to those of previously
collected crystals.

P222 crystals | Cell (a, b, ¢) (A) | Resolution (A) | Completness (%) | multiplicity | I/sig(i) | Rmeas (%)

Crystal 1 | 54.3,94.4, 2745 41 98.6 (97.0) 3.4(33) |7.3(1.4)] 148 (124)

Crystal 2 54.1,94.7,277.7 4.2 96.0 (97.9) 303) 62(1.4)]17.1 (97.1)

2) Project 2: Anti-tubulin DARPIn for a structural study of tubulin assemblies.

During this session, we aimed at collecting datasets of better qualities and higher resolution for crystals
previously tested. Two different DARPin constructs were used, and nearly 40 crystals of complexes with
tubulin, grown in slightly different crystallization conditions were tested. Though they did not display better
diffraction patterns than the previously tested crystals, we collected 4 datasets, the statistics of whitch are
summarized below after processing using XDS.

P222 crystals | Cell (a, b, ¢) (A) Resolution (A) |Completeness (%) | multiplicity | I/sig(i) | Rmeas (%)
Crystal 1 104.5, 118.0, 190.2 4.4 98.9 (96.2) 4.0 (4.1) 4.8 (2.0) | 33.4 (68.7)
Crystal 2 104.3, 118.0, 189.1 4.0 99.3 (98.3) 4.9 (4.9 6.5 (2.1) | 31.8(99.0)
Crystal 3 104.9,118.2,197.9 3.9 99.4 (97.8) 4.8 (4.8) 6.2 (2.2) | 27.4(96.2)
Crystal 4 52.4,118.5,198.3 3.9 98.6 (94.4) 4.2 4.3) 7.1 (2.0) | 20.7 (83.5)

3) Project 3: Tubulin in complex with a centrosomal protein CPAP

During this session we tested new crystals of the complex tubulin- PN23 domain of CPAP. Five crystals were
tested, all diffracted about 8-10 A. We collected one dataset which we processed with XDS. Data quality is
clearly marginal.

P4 crystals |Cell (a, b, ¢) (A) | Resolution (A) | Completness (%) | multiplicity | I/sig(i) Rmeas (%)
Crystal 1 303 303 695 14 87 (88) 7(7) 8.7 (5.8) 20 (33)




