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Report:

Project 1: Tubulin in complex with a tau fragment and stabilized by a stathmin-like domain.
We have obtained crystals of tubulin in a complex with a 117 residue-long construct of tau and further
stabilized with a stathmin-like domain protein engineered to bind one tubulin. From data collected
previously, we could find a molecular replacement solution for tubulin and the stathmin-like domain, but no
electron density could be assigned to the third partner. Nevertheless, analysis of the crystal content by gel
electrophoresis indicates that the tau fragment is present in the crystal. Moreover, the crystal packing cannot
be explained with tubulin and the stathmin-like domain only.
As an attempt to locate and trace the tau polypeptide chains, we grew crystals with seleno-methionine
versions of tau. During this session, we tested about 40 crystals and collected data from 15 of them. The
diffraction was highly anisotropic, and the resolution was limited to about 4 Ang and was highly variable
according to the crystal. Even data collected from different parts of the same crystal could hardly be merged

together. No signal could be attributed to SeMet of the tau fragment.

Project 2: Tubulin in complex with the PN2-3 domain of the CPAP protein.

We have obtained crystals of T,R in presence of a 50 residue-long peptide of the N-terminal part of the
PN2-3 domain of CPAP. T;R is the complex formed by two tubulin heterodimers with the stathmin-like
domain of the RB3 protein. The crystals were obtained in a different buffer than those used to grow TR
crystals alone. We collected data from two crystals. They diffract to 3 Ang resolution and belong to the
P2,2,2, space group (cell dimensions a=65, b=128, c=250). It appears that it is the same crystal form than
crystals of T,R after proteolysis of the disordered C-terminal tail of tubulin. Whereas the PN2-3 N-terminal
peptide was needed to crystallize T2R in these conditions, no signal for it could be seen in the electron

density maps.




